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Overview Results

A rapid, sensitive method is reported for the determination of isobaric  FAIMS-MS analysis of the steroid metabolites (Figure 2), via direct e Using FAIMS in combination with LC-MS allows the rapid separation of Table 2: Discrimination between steroid metabolites and

steroid sulfate and glucuronide metabolites utilizing field asymmetric Infusion into the electrospray ionization source, yielded an optimal the isobaric steroid metabolites so they do not all need to be reproducibility (% RSD) analysed by LC-FAIMS-MS and LC-MS
waveform ion mobility spectrometry (FAIMS) in combination with liquid FAIMS separation by monitoring the doubly sodiated [M+2Na-H]* ion of chromatographically separated (Figure 3)
chromatography (LC) and mass spectrometry (MS) each steroid at DF 260 Td (Figure 2 inset) e LC-FAIMS-MS is a
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Figure 5: Calibration curves for each of the steroids using LC-FAIMS-MS using
the three CF values of 1.35, 2.05 and 2.70 Td at DF 260 Td, with LODs and LOQs
In inset table
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» MS operated in positive ion mode, with a m/z range of 80 — 1500 ) 0 -

* MS scan rate at 2 scan/s for LC-FAIMS-MS analysis and a fragmentor voltage of 200 V
» Data processing software used: Agilent MassHunter B.05.00, Microsoft Excel 2010, Origin
2015 Academic Version: 92E, and MATLAB R2014a
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